The open reading frame encodes an 80-amino acid protein with a molecular mass of 791 3.95 D. The deduced protein is high in Cys (1 7.5 mol%) and has high similarity to metallothionein I proteins.
contain relatively long 3' untranslated regions of 258 and 301 bases, respectively. The sequences of the 3' untranslated regions of these genes are not similar. One interesting motif found in the coffee metallothionein mRNA 3' region is a 7-fold "TAG" tandem repeat. The 3' region does not show significant similarity to other sequences in GenBank, except for severa1 apparently unrelated sequences that also contain TAG tandem repeats.
